
Comment s for pENTR4-DsRedEx2-C1
3311 nucleotides
rrnBT2 transcription termination sequence: bases 295-268
rrnBT1 tr
M13forw (-20): 537-552
attL1: bases 568-668 (complementary strand)
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anscription termination sequence: bases 470-427

Multiple cloning site (MCS): bases 1361-1429
Termination codon: bases 1430-1432
att L2: bases 1438-1538
T7 promoter: 1573-1554
Kanamycin resistance gene: bases 1707-2516
pUC origin: bases 2638-3311

(pENTRDsRedEx2 )

Recommended E.coli strain for propagation: TOP10F’
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DsRed express cDNA: bases 686-1360

Nco I

Xba I

ACC ATG DsRedEx2 CTC AGA TCT CGA GCT CAA GCT TCG AAT TCT GCA
Met Leu Arg Ser Arg Ala Gln Ala Ser Asn Ser Ala

GTC GAC GGT ACC GCG GGC CCG GGA TCC ACC GGA TCT AGA TAACTGAT ACCC
Val Asp Gly Thr Ala Gly Pro Gly Ser Thr Gly Ser Arg

Bgl II Xho I Sac I Hind III Eco RI

Sal I Kpn I Sac II Sma I Bam HI

Addgene #22451

DsRedEx2

This plasmid was made by the Lawson lab (University of Massachusetts Medical School).
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